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FIGURE6 



PV cells+anti-OX-2 




Days post renal transplantation 



FIGURE 7 
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,9 



RAT ATGGGCAGTCCGGTATTCAGGAGACCTTTCTGCCATCTGTCCACCTACAGCCTGCT 67 

MOU T C A-T G 67 

HUM — GA TG — C CT — T G-T T G- 55 

I V-UJca domain 

RAT CAGCAGTAGCGCTGAGC^GAGCTCAAGTGGAAGTGGTGACCCAGGATGAAAG 134 

MOU — GC 134 

HUM G-T T A C A -T 122 

RAT AACTGC^TCCTTACGCTGTTCTCTAAAAACAACCO\GGAA 201 

MOU A T 201 

HUM T AAA— C GC ATG G — OC 189 

RAT AAAGCCGTAGGCCCAGAAAACATGGTCACTTACAGCAAAGCCCATGGGG 2 68 

MOU GA C A A— C TG 268 

HUM T A OT G-GAA G — G — C TG 256 

RAT ACAAAGACAG GATAAACAT CACT GAG CT G G GACT CTT GAACACAAG CAT CAC CTTCT G GAACACAAC 335 

MOU TG A G- T CA 335 

HUM -T — G A T — CC C-A T- — C T-TC — 323 



>ft RAT CCTGGATGATGAGGGTTGCTACATGTGTCTCTTCAACATGTTTGGATCTGGGAAGGTCTCTGGGACA 4 02 

;y MOU -A-T-GA GA — C C T CA A — A 4 02 

p HUM G A — G — T T-CC T-T A — A — G 390 

fC-UJce domain 

RAT GCTTGCCTTACTCTCTATGTACAGCCCATAGTACACCTTCACTACAACTATTTTGAAGACCACCTAA 4 69 
c 469 

HUM — C c — CG TC A-TC-C 4 57 



s z MOU 



RAT ACATCACGTGCTCTGCAACTGCCCGCCC^GCCCCTGCCATCTCCTGGAAGGGCACTGGGTCAGGAAT 536 

MOU T G T A T A 536 

HUM -7 T c CAT GG T T-C-C 524 

RAT TGAGAATAGTACTGAGAGTCACTCCCATTCAAATGGGACTAC^ 603 

MOU c T 603 

HUM A A-T — C — TG — T — CC C — G T ATA — 591 

RAT AAAGACCCCAAAACTCAGGTTGGAAAGGAAGTGATCTGCCAGGTTTTATACTTGGGGAATGTGATTG 670 



MOU 



670 



HUM T — G-A G— G GC-GC — C C CC- 658 

I Transmembrane region 

RAT ACTACAAGC^GAGTCTGGACAAAGGATTTTGGTTTTCAGTCCCACTGCTGCTGAGCATTGTTTCTCT 737 
T T A 73? 

TT A-CCG-CA C-A T — G AT A C-- 72 5 

I Cytoplasmic region 

RAT GGTAATTCTTCTGGTCTTGAT CTCCATCTTATTATACTGGAAACGGCACCGAAATCAGGAGCGGGGT 8 04 
A c T 8Q4 

c C _ A A C-G T G C — A 792 



MOU 
HUM 



MOU 
HUM 



RAT G AGT CAT C ACAG G G GAT G CAAA GAAT G AAAT AA 8 37 



MOU — A- 



FIGURE 8 



Leader sequence- 



-30 -I 

RAT MGS PVFRRPFCHLSTYSLLWAIAAVALSTA 

MOU L I---G 

HUM - I — M S V---VM V--C 

|V-Iikc domam (domain 1 ) * 



RAT QVEVVTQDERKLLHTTASLRCSLKTTQEPL 

MOU -A S 

HUM Q E V -K QNA A-- 

RAT IVTWQKKKAVGPENMVTYSKAHGVVIQPTY 

MOU S T A-- 

HUM E N 

RAT KDRINITELGLLNTSITFWNTTLDDGGCYM 

MOU V W-- S H I G 

HUM K Q Q T — I E 

91* ** | C-likedomim< domain ID- 



RAT CLFNMFGSGKVSGTACLTLYVQPIVHLHYN 

MOU -T Q - 

HUM -F G---I V S K 

121 

RAT YFEHHLN ITCSATARPAPAI SWKGTGSGI E 

MOU T T 

HUM FS MVF V PR - 

151** 

RAT NSTESHSHSNGTTSVTS I LRV KD PKTQVGK 

MOU F 

HUM VTLS-P - H I N 

181 * (Transmembrane region 



RAT EVICQVLYLGNVI DYKQSLDKG FWFSVPLL 

MOU - - 

HUM H T-- T — F T V N Y 



211 | Cytoplasmic region 



RAT LSIVSLVI LLVL I S I L LYWKRH RNQE RG ES 

MOU I --- 

HUM --- V D L 

241 

RAT SQGMQRMK. 

MOU 

HUM V - - K - - -T 



* invariant cysteine residues. ** tnvanani asparagine fN-ltoked oligosaccharides) 
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FIGURE 18B 
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